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LINK TO ABSTRACT

Because of its conclusion that genetics underpins social status in England
from 1600–2026, ToHave andHaveNot has proved a controversial manuscript. This
is despite the fact that the core claims of the book have already been published in an
article (Clark 2023) in Proceedings of the National Academy of Sciences. Indeed, as of this
point, I do not yet have a publisher. A majority of the reviewers for Princeton Uni-
versity Press, the publisher of the first two books in the trilogy, denounced the con-
clusion on the importance of genetics as a clownish violation of long-established
scientific fact. For the reviewers, “social-status outcomes mainly have social cau-
sation” is an orthodoxy so well established that questioning it amounts to pseudo-
science and quackery. Thus, from these Princeton reviews:

The claims that the author is making have a long and disreputable history.
There is a reason that the kinds of arguments made in this book are so taboo.
…a systematic failure to address the identification problems involved genetic
transmission versus social mechanisms.
The primary conceptual flaw, which is fatal, is that the author is attempting to
drawing conclusions about the genetic ‘determinism’ of ‘social outcomes.’
…cultural transmission is hopelessly intertwined with genetic transmission.2

The hostility of these Princeton reviewers was found earlier in responses to
the PNAS article. It has been attacked in print as “erroneous and dangerous” (La-
land and Feldman 2024), “racist pseudoscience” (Laland et al. 2025), and “hered-
itarian fallacies” (Benning et al. 2025). The general hostility of the academy to

1 Danish National Research Foundation Professor, Department of Economics, University of South-
ern Denmark, and Danish Institute for Advanced Study; Visiting Professor, Department of Eco-
nomic History, LSE; Distinguished Professor Emeritus, University of California, Davis. Email:
gclark@ucdavis.edu.

2 Princeton University Press, e-mail attachment, 9/7/2025.

VOLUME 23, NUMBER 2, SEPTEMBER 2026 573

Discuss this article at JournalTalk:
https://journaltalk.net/articles/n6240/

https://econjwatch.org/articles/to-have-and-have-not-response-to-commentators
mailto:gclark@ucdavis.edu
https://journaltalk.net/articles/n6240/to-have-and-have-not-response-to-commentators/
https://journaltalk.net/articles/n6240/to-have-and-have-not-response-to-commentators/


CLARK

any suggestion of significant genetic causation in social-status outcomes is illus-
trated nicely in a recent paper by a panel of scholars engaged in behavioral genetics
that declares that authors have an ethical obligation of “disabusing readers of any
belief in genetic determinism” (Meyer et al. 2023, S37). A recent Substack essay
by UC-Berkeley Professor Brad DeLong, “Big Trouble in Little Human Genetic
Difference-Worshipper Land,” states that “attempts to carve out a large, causal,
manipulable ‘main effect’ of genes on complex social outcomes keep reducing, on
closer inspection, to approximately zero” (DeLong 2026).

The outrage generated over genetic determination obscures that the book
contains a wealth of other surprising material on patterns of social mobility in
England from 1600–2026. The present article is a response to seven comments
on my book manuscript, To Have and Have Not: The Determinants of Social Status
in England, 1600–2026. (A file of the manuscript that the commenters received
is at this link.) All seven comments (published concurrently in this Journal) are
smart and collaborative; they are written by Rosalind Arden and Robert Plomin,
John Benning, Noah Carl, Nicolai Eftedal, Joseph Francis, Charles Murray, and
Jan Stuhler.

The more critical comments (of Benning, Francis, and Stuhler) object to the
most controversial thesis of To Have and Have Not, that genetic inheritance mainly
determined social position in England from 1600–2026. The less critical comments
are those by Arden and Plomin, Carl, Eftedal, and Murray. Here, I respond chiefly
to the more critical comments. But I also respond to the concern shared by Arden
and Plomin and Eftedal, that the inferred high degree of correlation, both in geno-
type and in marriage, seems implausible. I am grateful to all of the commenters
for engaging in this scholarly exchange.

Manuscript Summary
The attention attracted by the claim that genetics underpinned social status

in England from 1600–2026 will obscure that the book contains a wealth of other
original material on English social life over these years. These results hold regard-
less of what is generating social-status outcomes across these years.

Social mobility rates in England from 1600–2026, for example, have re-
mained both low and constant across these years. The vast social changes of
the Industrial Revolution, the Demographic Transition, emancipation of women,
universal voting, and the growth of the modern welfare state have not increased
social mobility rates in any way. The vast resources poured into increasing rates
of social mobility in modern society through public education, income supports,
and social services have achieved nothing in terms of increased mobility.

This constancy should be a striking finding for those who believe in the
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primacy of social causation. Why do such different social environments produce
similar mobility rates if social causation is primary?

Moreover, social status in England is much more persistent across genera-
tions than conventionally measured. The underlying correlation in status across
generations is close to 0.8. Social status is inherited as strongly as height. Even
relatives as distant as nine generations apart, 270 years, still show significant corre-
lation in social status.

Allied with strong persistence across generations, the book shows that, dur-
ing 1754–2021, marriage in England was highly assortative with respect to under-
lying social status. Indeed, the correlation between married couples was just the
same as the intergenerational correlation at 0.8 for marriages from 1754 to 2021.
This basic social behavior in marriage underpins the slow rates of social mobility.

This pattern of slow social mobility and highly assortative marriage was not
unique to England. Modern Denmark and Sweden are societies regarded as exem-
plars of the Nordic welfare state and as having achieved much higher rates of social
mobility than less interventionist economies.

But the underlying rates of social mobility in these Nordic societies, mea-
sured in terms of years of education attained, are not much less than those of
modern England. Their social mobility rates are also little higher than in the early
nineteenth century England of child labor, dark Satanic mills, and the workhouse.
As with England, slow rates of social mobility in Denmark and Sweden were asso-
ciated with highly assortative partnering of parents, with an implied parental corre-
lation again close to 0.8.

Compelling evidence of slow social mobility in England, unchanged 1810–
2026, can be found, for example, in Figure 1. This reports the status of English
men around age 40 born 1810–1989 who were in an elite surname lineage (see
Clark 2014). Such lineages had occupational status for men well above average in
the early nineteenth century. By looking at averages of status across a group of
people in each period, all descendants within a lineage, we eliminate measurement
errors in estimating the intergenerational correlation of status.

Figure 1 tracks what was happening to average occupational status in these
elite lineages, in standard deviation units relative to the populationmean, by 30-year
periods. Average occupational status for births 1810–1959 approaches the mean in
a slow but uniform fashion across five generations. The implied intergenerational
correlation of status is constant around 0.82. A similar exercise looks at average
house values in elite lineages in birth cohorts 1910–1989. This produces a very
similar intergenerational correlation of 0.80. These correlations are completely
consistent with the underlying correlation for various measures of status of 0.79,
reported in Clark (2023).
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Figure 1: Average Status in Elite Surname Lineages, Cohorts Born 1810–1989

Notes: Status at age 40. Status is measured as distance from the mean in standard
deviation units. Intergenerational correlation for the occupational series 0.82, and for
house value 0.80.
Source: Clark (2026), Figure 4.5.

In addition, social life displays a variety of interesting features. Consistently
the status of mothers has equal value to that of fathers in predicting child outcomes,
even in the patriarchal English society of the eighteenth and nineteenth centuries.
Family size has no impact on child outcomes, except for wealth in richer families.
Birth order has no effect on life chances, except for the oldest sons in high status
families before World War I, who had a modest advantage. Marriage conferred no
gain in longevity for women, and at least one additional year for men. High status
men and women always lived longer, but the status that mattered was the one they
attained, not the status of their parents, which governed their childhood.

Genetic Determinism
As noted, the element of the book that has led to intense criticism, echoed

here by Benning, Francis, and Stuhler, is the claim that the most likely explanation
for the stable patterns of slow social mobility observed in England from 1600–
2026 is that social-status outcomes are mainly genetically determined. This view
has been labelled hereditarianism, a term that now is mostly pejorative. Many assume
that hereditarian views have been comprehensively debunked.

There are multiple reasons for the manuscript’s embrace of hereditarianism.
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One is that such a model fits the data extraordinarily well, and fits in the same
way across different centuries and different measures of social status: occupational
status, literacy, higher education, house value, neighborhood quality, and company
directorships.

In 1918, Fisher (1918) showed what the implied correlation between two
relatives in a family tree would be with parental assortment in the trait in marriage,
and direct additive genetic transmission.

A key element of the Fisher model is the degree of genetic assortment in
the genes determining the phenotype in question. Without this assortment, dis-
tant relatives, such as 3rd and 4th cousins, show insignificant degrees of genetic
correlation. If there was no assortment in the relevant genes, for example, then
for fourth cousins the genetic correlation would be 0.002. Fourth cousins would
effectively have nomeasurable genetic connection, and no implied genetically trans-
mitted outcome correlation. But with the fitted genetic correlation in marriage on
social abilities of 0.57 from To Have and Have Not, the fourth cousin genetic cor-
relation will be 0.11, as Figure 2 illustrates. For genetically determined outcomes
there will still be an observable correlation.

Figure 2: Parental Genetic Correlation and Shared Genotype across Relatives

A simple modification of the Fisher model to allow for measurement error
in the outcome variable produces a remarkable and stable fit to the data for nine
different outcomes across the years 1600–2022, despite only having three free pa-
rameters. Figure 3 shows, for example, the fit of the Fisher model for male occupa-
tional status for men born 1780–1859. On the vertical axis is shown the observed
correlation of relatives as distant as fourth cousins, as well as unrelated individuals.
On the horizontal axis is shown the implied correlation between relatives in the

VOLUME 23, NUMBER 2, SEPTEMBER 2026 577



CLARK

genes governing the outcome.
As the figure shows with this fitted marital correlation in the genetics con-

trolling for occupational status, we get a remarkably good linear fit across relatives
of various degrees of connection. The 𝑅2 of the fit is indeed 0.98. A similar fit,
with similar implied marital genetic assortment, is observed for eight other social-
status outcomes across three different epochs. House values 1999–2022 follow
this pattern, as does literacy at marriage 1754–1889.

Figure 3: Correlations of Occupational Status, Males, England, 1780–1859

Source: Clark (2023), Figure 2b.

Figure 3 does not completely replicate the predictions of the Fisher model,
however. If the parental matching is on an occupational status phenotype, then
the two correlations in Figure 3 indicated by a red marker should lie above the
linear fit. Thus the correlation of parent to child should exceed the correlation of
child to child. What we consistently observe in the English data, however, is that
the correlation of parent to child equals that of child to child. This is shown in
Figure 4.

Interestingly, the correlation in genotype of parent to child equals that of
child to child. But the phenotype correlations should only be equal in the Fisher
model if parental matching was actually on the genotype. However, it is interesting
that genetic distance is the consistent predictor of outcome correlations, even for
people who interact substantially socially.

As noted above we can estimate the underlying phenotype correlation in
marriage for England from 1754–2021, which is consistently 0.8. The genotype
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correlation will generally be less than the phenotype correlation by a factor of ℎ2,
where ℎ2, between 0 and 1, is the heritability of the trait. With this strong phenotype
correlation of 0.8, a substantial genotype correlation such as 0.57 becomes possible.

Figure 4: Sibling versus Parent-Child Correlations, England, 1754–2022

Notes: The sibling versus parent-child correlations for the nine different outcomes in
Clark (2023), which include literacy, house value, occupational status, higher education
attainment, and company directorships, as well as for adult age of death.
Source: FOE database.

Supportive Commentaries
The commentaries of Rosalind Arden and Robert Plomin, Noah Carl, Niko-

lai Eftedal, and Charles Murray were at least moderately open to the main claims
of the book, so I will deal with them more briefly here.

Carl points out correctly that for all the outrage about genetic determinism,
the debate here is really about whether genetics is 50 percent of systematic influ-
ences on social-status outcomes versus 100 percent. There is ample evidence, as
he quotes in his commentary, of significant genetic influences on social-status out-
comes. Sacerdote (2007), for example, concludes genetics was three times as im-
portant as home environment in explaining such outcomes as years of education
and family income in the modern USA. Plomin and Kawakami (2026) conclude
that cognitive abilities and educational achievement show no influence of home
environments, though years of education does show such influence. There are so-
cial features where social influences are more important than genetic influences,
such as drinking alcohol (Sacerdote 2007, Table V, 141). But even for traits such
as political ideology, the evidence from twin studies is that genetics explains twice
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as much variance as does home environment (Hatemi et al. 2014, Figure 1).
Murray provides a nice summary of the path through my previous two books

that led to this one. He points out that the conclusion of the 2014 book, The Son
Also Rises, was academically and culturally acceptable. That conclusion was that
“status inheritance is indistinguishable in form from the inheritance of genetically
controlled attributes. This is not to say that social status is determined genetically”
(Clark 2014). That was acceptable. Actually concluding, with further evidence, as
To Have and Have Not does, that genetics was playing the dominant role, however,
was to grasp a cultural third rail.

Arden and Plomin, while generally sympathetic to the new data and results of
the book, point out that one important weakness is that the high degree of genetic
assortment needed to fit the genetic model is derived from the observed pattern
of phenotype correlations, not from genomic studies. Arden and Plomin note
further that existing genomic estimates of the degree of genetic marital assortment
encompass a wide range: from 0.11 to 0.65 (Arden and Plomin 2026, 528). The
Clark account, however, requires a correlation at the high end of this range of 0.57.

Eftedal has similar concerns:
Clark’s framework can be criticized for requiring us to believe in an unobserved
trait, or set of traits, that has some quite extreme properties—so extreme as to
be implausible, some might argue. This unobserved factor is necessary in the
models, because the level of assortative mating needs to be stronger than what it
is for things we can observe (Eftedal 2026, 546).

However, one thing that To Have and Have Not does successfully establish in
multiple ways is that the underlying phenotype correlation in marriage in England
is consistently very high, around 0.8. Indeed, if children derive their characteris-
tics equally from both parents, then to get the observed underlying parent-child
correlation in social-status outcomes of 0.8, there has to be a correlation in par-
ent characteristics of at least 0.6. This high correlation in marriage is observed in
modern Denmark and Sweden, and in nineteenth century Quebec (Collado et al.
2022; Clark and Kristensen 2026; Curtis 2026). People are observing something
and matching on it, even if we cannot quantify that through existing testing instru-
ments.

If the trait people are matching on has a genetic basis, the genotype correla-
tion 𝑚 will be

𝑚 = ℎ2𝑟
where 𝑟 is the phenotype correlation and ℎ2 is the heritability. Thus, 𝑚 has to be
well above 0 for any reasonable estimate of the heritability of social status. Thus,
while the indirectness in the estimate of 𝑚 is clearly a weaker element in the To
Have and Have Not account, a high marital correlation in the genetics relevant to
social status is not an assumption counter to fact.
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Eftedal suggests an alternative potential explanation of high genotype corre-
lations in parenting. This is that a class differentiation in genomes became estab-
lished over time. When men and women then matched by social class, rather than
individual characteristics, it could produce the levels of genome matching needed
to explain the pattern of lineage correlations through genetic transmission: “…if
the models allow for genotypic population stratification, it will be possible to explain fam-
ily resemblance as fully genetically caused without the need for unobserved traits
with extreme properties” (Eftedal 2026, 546; emphasis original).

This is an interesting suggestion. I am not sure, however, if this can be
operationalized. It would seem to require that within the social class the relevant
genetics had a very loose connection to social-status outcomes. But then when
passed to the children, they produce outcomes that correlate strongly with the
parents. It would also not explain the observational data that implies very strong
underlying spousal matching. An example of this is that while the parent-child
correlation in literacy circa 1800 was 0.44, and the spousal correlation only 0.43,
the parent-spouse correlation at 0.35 was much higher than would be predicted
from the observed matching, where it would be 0.19. Spouses had to be matching
on some deeper set of education characteristics.

Are the Correlation Patterns of Figure 3
Illusory?

Clark (2023) found a consistent pattern of correlations for nine social out-
comes that echoed those shown in Figure 3 above. However, Benning, in his
commentary, notes that Benning et al. (2025, Supplementary Note 6) show that
this pattern is an artifact of incorrectly calculating these correlations. Calculated
correctly, they argue, there is no consistent decline of correlation with genetic dis-
tance. They make an alternative estimate for just one case, occupational status
from 1780–1859. As can be seen in Figure 5, they actually replicate most of the
correlations in Figure 3, but find substantially higher correlations for the two most
distant relatives, third cousins once removed, and fourth cousins.

Note, however, that the Benning et al. method for calculating the correlations
between relatives is associated with huge error bounds, shown in Figure 5 as the
vertical lines. Given the sampling errors, none of these estimates are then actually
inconsistent with Clark (2023).

The issue that Benning et al. (2025) identify is that, as we go down the family
tree from close relatives, like siblings, to more distant ones, like fourth cousins, the
number of times some individuals feature in a correlation will rise sharply. Thus,
the nine correlations of occupational status by relationship in 1780–1859 were cal-
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culated from 17,382 pairs of individuals, but only 1,878 unique individuals. The
randomness of reproduction ensures that, while a person will typically appear in
only 2–3 sibling correlations, they can appear 100 times or more in fourth cousin
correlations. This means that the correlation estimates for more distant relatives
are more frequently estimated from interconnected observations.

Figure 5: Correlations in Occupational Status, 1780–1859, Benning et al. versus Clark

Note: The Benning et al. estimates have associated 95 percent confidence intervals
indicated by the vertical bars.
Source: Benning et al. (2025), Figure 2, panel (b).

The interdependence of many of the occupational status pairings in calcu-
lating the occupational correlation would certainly increase the sampling error in
using this data to calculate the average correlations between relatives of different
degrees of affinity. But Clark (2023) does not make any use of estimated sampling
errors. Importantly, if the underlying correlations between relatives are the same,
independently of how many pairings they appear in, then the simple average corre-
lation of each pairing, as used in Clark (2023), will be an unbiased estimator of the
true correlations.

If the unweighted correlation coefficients have a higher than optimal sam-
pling error, then this would be expected to show up as noise in the 9 × 11 separate
estimated correlation coefficients. That unsystematic noise should not produce
a clear and similar correlation pattern for all nine status measures observed. Sam-
pling errors will obscure patterns in the data, not result in them showing high relief.
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Benning et al. (2025) employ an alternative estimator of correlations that
involves randomly sampling one relative pair of each type, for each of 511 surname
lineages, then bootstrapping the estimate 1,000 times. This reweighting of pairs in
calculating the correlations is so extreme as to ensure that the sampling error will
be substantially larger than with the unweighted average used in Clark (2023).

To see this, note that for the case of occupational status of 4th cousins born
1780–1859, only 32 out of 511 surname lineages contribute 4th cousins. And the
surname lineages contributed to such parings vary unequally. One lineage con-
tributed only one pair of 4th cousins, but three each contributed more than 3,000
pairs of such cousins.

With Benning et al. (2025)’s new weighting, the nine sparsest lineages that
previously contributed 1 percent of the 4th cousin pairs now constitute 29 percent
of the sample, and the 4 lineages that contributed 72 percent of fourth cousin pairs
now contribute 13 percent. The proposed reweighting thus gives very substantial
weight to a handful of 4th cousin pairings, the same weight as with lineages with
potentially many independent pairings. The Benning et al. weighting will produce
unbiased estimates of the correlations, but as we see in Figure 5, they have huge
sampling errors.

Adoption as a Test
Both John Benning and Jan Stuhler bring up the issue of adoption as a dis-

proof of the validity of a direct genetic model. Stuhler, for example, points to
evidence that adoptive children do resemble their adoptive parents, showing that
there is significant social causation (Björklund et al. 2006; Sacerdote 2007). He is
correct that the manuscript does not give enough consideration to such studies.

Adoption studies are potentially a powerful way to determine the importance
of social causation. If adoptions were random with respect to child and parent
backgrounds, for example, then with only social causation, adoptees would re-
semble adoptive parents as strongly as biological children. Adoptees also would
not correlate at all with their own biological parents. With only genetic causation,
adoptees would not correlate with adoptive parents or with other adoptees in the
same household. They would correlate as strongly with their biological parents, as
would children who were raised by their biological parents.

Adoption is not dealt with in England in the draft in part because before 1926,
English common law did not recognize the permanent transfer of parental rights
involved in adoption. Legal adoption in England began only with the Adoption of
Children Act 1926. Thus none of the census, marriage, or other records in England
before this date identify adopted children.

In looking at the effects of adoption, we ideally would get outcomes for
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children as adults, such as occupational status, incomes, or completed years of
education. We need adult outcomes because it is well known in the case of cognitive
abilities that rearing parents do have a substantial impact on outcomes for children,
which is stronger the younger children are.

Illustrating the changing role of environment versus genetics with child age
is a study of IQ by age in the Netherlands for monozygotic and dizygotic twins.
For these twins, IQ was measured at ages 5, 7, 10, 12, and 18. As Figure 6 shows,
the share of IQ variance attributable to genetic transmission rose from 30 percent
at age 5 to 75 percent by age 18. In contrast, the share attributable to the common
family environment fell from 40 percent to less than 5 percent. At ages less than
seven, the common environment explained more of the variance than did genetics.
But if we consider adult IQ at age 18, the relative share contributed by genetics was
94 percent, compared to 6 percent for the common family environment.

Figure 6: IQ Inheritance of Dutch MZ and DZ Twins

Notes: Share of variance in IQ by age explained by genotype versus common
environment for Netherlands twins.
Source: Hoekstra et al. (2007), Table 3.

In line with this, Plomin and Daniels (2011, 569) survey the role of shared
environment versus unique environment on child outcomes, and report that for
adoptees “shared environmental influences have no lasting impact on IQ.”

The Swedish studies Stuhler references regress completed child years of ed-
ucation in adulthood on parents’ education for biological and adoptive children.
For Sweden, the typical finding for domestic adopted children is that the effect
of parental education on child years of education is about half that for biological
children (Björklund et al. 2004; 2006). Each additional year of a parent’s education
predicts around 0.24 more years of education for biological children, and 0.10–
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0.12 more years for adopted children. That would imply that genes could still play
roughly twice the role of the home environment in child outcomes.3 But social
causation still has a substantial role.

However, as domestic adoptions have declined and been replaced by interna-
tional adoption post 1970, it becomes clear that the significant influence of home
environment on adopted child outcomes in these Swedish studies must be stem in
part from selective placements of domestic adoptive children. Adoption agencies,
for example, placed children in families based on the characteristics of their biolog-
ical parents. This will magnify correlations between adoptees and adoptive parents.
In foreign adoptions generally little is known about the characteristics of the chil-
dren’s parents. In that respect, placement is random. We observe, however, with
foreign adoptees that the effects of home environment are systematically lower, or
non-existent.

Sacerdote (2007) in the USA, for example, finds that the coefficient on
mother’s years of education as predicting education for children is 0.32 for biolog-
ical children, but only 0.09 for Korean adopted children. That would imply that
genetics explains four times as much of the transmission of education as do home
environments.4 Sacerdote also finds that for family income the coefficient on
parents’ family income as a predictor of child family income is 0.38 for biological
children, and −0.05 for adopted children. Here there is no home environment
effect visible (Sacerdote 2007, Figure III).5

In line with this, Holmlund et al. (2011) predict child completed years of
education for 4,893 foreign adoptees in Sweden using both adoptive mother and
father years of education. The resulting coefficients are only 0.04 for both mothers
and fathers. Based on the equivalent coefficient of around 0.24 reported above for
Swedish biological families, this implies that genetics explains ten times the amount
of variation in child educational outcomes as do family environments (Holmlund
et al. 2011, Tables 2–3).6

The lack of parental impacts on foreign adoptee cognitive abilities in Sweden
is concordant with a recent study in the USA of the effects of adoptive parents on
the IQ of children at age 32 (Willoughby et al. 2021). The adoptees in this study
were predominantly international placements, with again limited information on
birth background. While the parents were 95 percent from white European ances-

3 This is assuming parents share just half their genes with children. With assortative mating that share
would be higher, and the implied role of genetic determination smaller.
4 Looking at the correlation of adopted children versus biological children suggests genes explain three
times as much variance as home environment for years of education and family income (Sacerdote 2007,
Table V).
5 Inferred from Figure III giving equal weight to each observation in the figure.
6 Scheeren et al. (2017) look at the determination of educational outcomes at age 15 for Netherlands
adoptees (mainly foreign) and the domestic born non-adoptee population. Parental education attainment
significantly predicts outcome for biological children, but not at all for adoptees.
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try, only 21 percent of adoptees were white, with 66 percent Asian and 13 percent
of other non-European ethnicity. The authors demonstrate that these adoptions
were indeed random by showing that polygenic scores for educational attainment
had zero correlation between adoptive parents and adoptees.

The study had IQ measures for 419 mothers and 201 fathers, as well as for
362 adopted children and 306 biological children aged 32. The correlation of the
biological children with parent IQ was 0.30. The correlation of adoptive children
with adoptive parent IQ was, however, only 0.06. This implies that genetic ef-
fects on explaining child IQ were eight times as important as home environment
(Willoughby et al. 2021, Table 2 and Figure 2). In line with this, at age 32 the IQ
correlation of biological siblings was 0.27, while the correlation of adopted siblings
to biological siblings was only 0.05, and the correlation of two adopted children
only 0.07. All this suggests the preponderance of genetic effects in determining
adult IQ, and the relative unimportance of nurture.

Sweden has large scale data on men’s cognitive abilities at age 18 because
of the evaluation of the male population of that age liable to conscription to the
armed services. This is still potentially a bit young to evaluate the full adult effect
of nature versus nurture on adult IQ. But using this conscription record, Oden-
stad et al. (2008) look at the determinants of cognitive ability among three groups
of males born 1968–1976 who were evaluated for conscription into the Swedish
armed forces at age 18: those born in Korea and adopted by Swedish parents, those
born abroad outside of Korea and similarly adopted, and those born in Sweden
who were not adopted. The “other foreign” group came from a variety of coun-
tries: India, Thailand, Chile, Sri Lanka, Colombia, Ethiopia, and Ecuador most
prominently. For each group adoptive parents were divided into three groups by
the highest years of education of either adoptive parent. Figure 7 shows the effect
of adoptive parent education on cognitive ability age 18 for each group.

As can be seen, average cognitive ability was substantially lower for the “for-
eign” adoptee group than for the native-born Swedes. This says nothing about the
underlying cognitive abilities of the foreign populations. Children in these coun-
tries ending up with foreign adoption may have been from particularly disadvan-
taged families. For the Korean adoptees, however, their ability was on average
higher than for the native born. Again, we know little of the selection process for
such children. But adoptive parent education has no impact on cognitive ability for
either group of adoptees by age 18. For the non-adopted Swedes in contrast, there
is a strong connection between parent education and son cognitive ability. That
connection must then be through genetic correlation between child and parents.

A similar study of educational achievement in the Netherlands was done for
foreign adoptees versus domestic non-adoptees (Scheeren et al. 2017). These were
students born 1995–1998, whose educational status was measured at age 15 by
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which type of school system they were in: lower vocational (29), lower general sec-
ondary (45), higher general secondary (62), and pre-university (72). The numbers
in brackets give a weighting of each level of schooling used to estimate the effects
of parental education and income. Since this outcome is measured at age 15, we
would expect more home environment influence than if we measured completed
years of schooling.

Figure 7: Cognitive Scores at Age 18, Sweden, Males Born 1968–76

Notes: Foreign adoptees were men born abroad outside Korea, Swedish non-adopted
men were any males born in Sweden 1968–76 who were not adopted. There were 746
Korean adoptees and 1,548 other foreign adoptees.
Source: Odenstad et al. (2008), Table 4.

The foreign adoptees were 44 percent East Asian, 19 percent Colombian,
with the remaining adoptees from a wide variety of countries, including Ethiopia
and Haiti. As above, the nature of these adoptions supports the idea that they were
largely random assignments.

The paper measures the effects of adoptive fathers and mothers having at-
tained higher levels of education, such as university, as well as the effect of family
income on child outcomes for biological and adopted children. Compared to hav-
ing both parents of mid/low level education, and having family income in the 90th
percentile compared to average family income, biological children had a predicted
education level score 22 points higher than adopted children. In contrast, children
adopted in similar elite families had an education level score only 5 points higher
(Scheeren et al. 2017, Table 2). This implies that genetics had seven times the effect
in determining educational status at age 15 than did family circumstances.

Surprisingly, in light particularly of theOdenstad et al. (2008) study of foreign
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adoptees in Sweden that used exactly the same outcome (IQ scores on the armed
forces conscription evaluation), Kendler et al. (2015) find that, for domestic full
and half siblings where at least one has been adopted and one not, the adopted
child shows gains in IQ. Further, these gains were associated with the education
level of the rearing parents. In general, while child IQ was associated with the
education level of the biological parent, the education of the rearing parent had a
predictive effect that was 85 percent that of the biological parents (Kendler et al.
2015, Table 4).

If these domestic adoptions were selective, however, with biological and rear-
ing parents having correlated characteristics, then some of this effect may come just
from the rearing parent education providing more information on the true educa-
tional status of biological parents, which is being measured on a noisy five-point
scale. Thus, with the Families of England data, if we predict child outcomes using
not only the status of their father but also the status of relatives of the father, such
as grandfathers and uncles, these collateral relatives’ status is also predictive of child
outcomes, despite playing no causal role. They merely supply more information
on the true social status of the parents.

Thus, the recent evidence from foreign adoptions is that, of the share of
variance explained by genetics and home environment for outcomes such as cog-
nitive ability and years of education, 80–100 percent of that is the genetic contri-
bution. The importance this genetic connection has for adult outcomes has been
obscured by selective adoption, and the fact that most outcome measures for adop-
tive children were for outcomes at early ages, where family environments are more
important in determining outcomes.

Non-additive Genetic Effects
Nikolai Eftedal is comfortable with genetics being the carrier of social sta-

tus in his comment, but believes these genetic effects are non-additive, where the
combined influence of genes on a trait is not equal to the sum of their individual
influence. Interactions between genes create unique effects on outcomes. Part of
this belief may come from his recently published study on exam performance in
national exams in Norway on math and reading comprehension at ages 10, 13, and
14. Here the conclusion is,

When fitting models which assume that family resemblance arises solely from
additive genetic effects and assortative mating, we find that they describe much
of our data well, but that they systematically underestimate the similarity of close
relatives (particularly monozygotic twins), maternal relatives, relatives-in-law, and
relatives through adoption. (Eftedal et al. 2025, 1)

The typical way to identify non-additive effects is to compare the correla-

588 VOLUME 23, NUMBER 2, SEPTEMBER 2026



TO HAVE AND HAVE NOT: RESPONSE

tion in outcomes between monozygotic and dizygotic twins. If the monozygotic
correlation, which incorporates the non-additive effects, is more than double the
dizygotic, this is evidence for such non-additive effects. This test, however, will
be obscured where there is genetic assortment of the parents, which makes dizy-
gotic twins more closely related genetically, or where there are substantial home
environment effects.

Thus, across eight countries the correlation in heights between monozygotic
twins is only 1.75 times that of dizygotic twins, consistent with the idea that height
in high income countries is mainly determined by additive genetic effects, since
genetic correlation of parents in height is limited (Silventoinen et al. 2003, Table
3). Similarly in the Netherlands, the IQ of monozygotic twins at age 26 had a
correlation of 0.88, and dizygotic twins 0.45 (Boomsma et al. 2002, Table 6).

There is some data on twins in the Families of England database, which
contains 1,009 same-gender twin pairs (516 male, 493 female). The zygosity is
unknown for these twins, but we would expect from modern data that about half
were monozygotic. We can then estimate the correlation of monozygotic twins
as that of the mixed twins plus the difference between the mixed twins and the
correlation of siblings close in birth order. Table 1 shows the results for four
outcomes: male occupational status, log house value for both genders, the index
of multiple deprivation, and company directorships.

TABLE 1: Implied Outcome Correlations for Monozygotic Twins versus Siblings

Occupational Log House Index of Multiple Company
Status Value Deprivation Director

Same-Gender Twins
Number 113 221 134 134
Correlation 0.73 0.60 0.45 0.40
Standard Error 0.06 0.07 0.08 0.06

Siblings
Number 7,361 3,199 3,199 5,076
Correlation 0.68 0.47 0.27 0.24
Standard Error 0.01 0.02 0.02 0.01

Implied Monozygotic 0.78 0.73 0.63 0.56
Correlation
Source: Families of England database.

Overall, there is little sign in the table of significant non-additive effects.
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Same gender twins generally correlate more strongly than siblings. But the average
estimated monozygotic correlation is less than twice the sibling correlation.

Stuhler and Interpretive Overreach
Stuhler (2026) argues that the manuscript ignores existing literature which

shows substantial social causation of outcomes. As he states in his abstract, “…the
book overreaches: its presentation is one-sided, its reading of the literature selec-
tive, and its interpretations far stronger than the evidence supports.” He illustrates
this claim in his text using the example of birth order. As Stuhler notes

The claim of ‘a complete absence of birth order effects’ runs against a substantial
literature, and the studies that most directly separate the social from the biological
interpretation sit in his own bibliography, unmentioned… (Stuhler 2026, 568)

I will outline the birth order case here to suggest that my rejection of the neg-
ative effects found in existing birth order literature was not selective and capricious,
but founded on real concerns about the estimation methods.

The evidence from the Families of England database is of an almost complete
absence of birth order effects for all time periods and social-status outcomes. But
further, using this data I show that the standard estimates showing such effects,
such as Black et al. (2005), Kristensen and Bjerkedal (2007), and Barclay (2015),
are systematically unreliable.

Using data with birth order, birth years, and parent ages, from the FOE
database, I construct counterfactual outcomes, such as house value, where by de-
sign there are no birth order or parent age effects (Clark 2026, chapter 9). Each
house value in a family is a random draw from a normal distribution with the same
family mean, set at the observed first child house value, and variance. Thus average
house value within each family is the same independent of birth order or parent
age.

What happens when I employ the standard techniques tomeasure birth order
effects, in cross section or within families, on this constructed data? The answer
is that these techniques will often generate negative birth order effects, by fitting
spurious counterbalancing time trends, or spurious positive parent age effects.

Figure 8 shows, for English families with 2–4 children, observed 1999–2026,
the estimated house value of the child’s residence at ages 24 and above. The figure,
for example, shows house value for all observed first and second children in two
child families. It thus controls for family size effects. As can be seen, there are no
birth order effects.

Figure 8 does not control for parent age. Lower order children have older
parents. Thus, there could be exactly counterbalanced negative birth order effects,
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and positive parent age effects. But Occam’s Razor would rule strongly against
any such interpretation. Why would we invoke two unobservable offsetting effects
to explain a constancy, without anything to suggest their existence, or why such
unrelated effects always counterbalance?

Figure 8: Birth Order and House Values, 2–4 Child Families, 1999–2026

Notes: House values in 2017 £.
Source: FOE database.

There are similarly convincing figures in the chapter 9 of the book for mea-
sures of neighborhood quality and birth order, child mortality and birth order, and
occupational status for men born before 1930. Similar results were obtained but
not reported for other outcomes, such as literacy in earlier years and schooling in
1851–1939. The overwhelming evidence for England is for an absence of birth
order effects.

If we apply, however, the cross section and within-family regression meth-
ods employed by Black et al. (2005), Kristensen and Bjerkedal (2007), and Barclay
(2015) to the house value data, then significant negative birth order effects appear
in both cross-section and within-family estimates. But these negative birth order
effects are offset in the regression estimates by positive parent age effects and by
implausible birth year effects because the later children have house values just as
great as first born children, as shown in Figure 8.

Proof that these effects are just regression artifacts comes, as noted above,
when I construct a counterfactual house value database, where actual house values
are replaced by ones guaranteed to be the same on average within families by birth
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Figure 9: Birth Order and Mother’s Age Effects on Years of Education in Norway

Notes: Parent ages at birth inferred from FOE data on mother age by birth order and
family size for same years.
Source: Black et al. (2005).

order and parent age. The estimations still find negative birth order and positive
age effects, and implausible time trends.

Reflecting this, when Black et al. (2005) estimate birth order effects on years
of education in Norway across families, they find, as illustrated in Figure 9, signifi-
cant negative birth order effects that are very similar to those reported for Norway
in Barclay (2015). But if we plot implied parent age effects, we see exactly a coun-
terbalancing birth order and parent age effect, so that the net effect of birth order
is zero.

The statistical imputation methods used in recent birth order effects studies
are thus unreliable in both cross-family and within-family estimates. They are liable
to hallucinate birth order and offsetting parent age effects, even when by definition
none exist. Or they will fit birth cohort effects that fail to match the underlying
data in the within-family estimate.

This is why I take the literature on negative birth order effects as unreliable,
and the English results with simpler methods, as in Figure 8, as being a better guide
to true birth order effects.
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Confounding Cultural with Genetic
Transmission: Wealth

John Benning argues that the first part of the manuscript, showing that ob-
served correlation patterns across relatives would conform to genetic transmission,
merely confounds genetic and cultural transmission

genetic and non-genetic transmission are strongly confounded and can produce
nearly identical patterns of resemblance among relatives. Developing designs to
appropriately model these two transmission streams jointly has been a major aim
of the field over the past 50 years. (Benning 2026, Abstract)

Likewise, Joe Francis writes:

The problem with this analysis is that status is intrinsically social. The correlations
among relatives do not separate genetic causes of status from social causes, such
as inherited wealth. (Francis 2026, 554; emphasis original)

It is true that you can construct models of status transmission that produce
similar predictions to genetic transmission and allow cultural transmission to be
either part or even all of the mechanism of transmission. Cloninger et al. (1979) is
an example of such a model.

For this reason, the second third of the book is devoted to empirical tests
that would falsify the argument of the primacy of genetics. These tests will also
reveal the importance of social causation.

Such tests include the relative importance of mother versus father status in
predicting child status. They will be equal in the genetic account, but generally
unequal with social causation, given important differences in the social roles of
women versus men in child rearing. Another test is the relative influence of dead
relatives versus living ones. The dead predict just as much on the genetic account
and less with social causation. Then there is the role of birth order. There will be no
effect in the genetic account, but potential effects with social causation. Similarly
for family size. No effect with the genetic account, but plenty of effect with social
causation. Wealth has transitory influence in the genetic account but will underpin
and transmit social status in some cultural accounts, such as Benning et al. (2025).

Benning (2026, Abstract) rejects all these demonstrations as “a patchwork
of ad hoc analyses attempting to falsify a model of pure cultural transmission.”
These demonstrations attempt, however, only to detect whether we can find any
evidence of cultural transmission, never mind a model of pure cultural transmis-
sion. It is astonishing that the theorists of cultural transmission, who, with 50
years of modeling and empirical research have supposedly established beyond any
question the importance of cultural transmission, cannot themselves produce any
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empirical tests that will demonstrate conclusively the importance of cultural trans-
mission. We see above that the simplest and most direct test of their claims, the
outcomes for adoptees, suggest at best a minor role for cultural transmission in
modern circumstances.

Francis (2026), Benning (2026), Laland and Feldman (2024), and Benning et
al. (2025) identify inherited wealth as a likely non-genetic explanation for the corre-
spondence between genetic distance and social-status outcomes, such as reported
for occupational status in Figure 3. Thus writing of Clark (2023), Lala and Feld-
man note “inherited wealth, which was ignored because it does not fit a model of
genetic inheritance, is surely a major contributor to the inheritance of social status”
(Laland and Feldman 2024).

In the Families of England database, however, wealth inheritance shows char-
acteristics that demonstrate that it cannot be the cultural factor that explains the
strong persistence of status. First, wealth shocks do not affect other measures
of status, such as education, occupational status, or health. Second, pure wealth
shocks dissipate within three generations, while other measures of status decline
much more slowly, taking ten or more generations to converge to the mean.

The wealth shocks we can observe in the lineages come from shocks to family
sizes in marriages before 1880 for families with wealth. For marriages in England
formed before 1880, there is no evidence of any attempt to control fertility. Family
size was largely random (Clark et al. 2019), with the only systematic determinant
of fertility the age of the wife at marriage. A very small amount, however, of the
variation in family size is explained by the age of the wife at marriage. The vast
majority of size variation is unpredictable.

For fathers with wealth at death, the wealth of their children was strongly
influenced both by the fathers’ wealth and by the number of adult children in the
family. The more children, the less wealth was inherited by each child. Also, daugh-
ters in earlier years typically inherited substantially less wealth than sons. Wealth
inheritance thus differs from additive genetic inheritance, where family size and
gender, for example, should have no effect on outcomes.

If wealth inheritance was a major non-genetic driver of status persistence,
even for outcomes such as occupational status, or higher education, then the pat-
terns of persistence for these outcomes would also show deviations from what
would be predicted by additive genetic transmission.

Remarkably, however, for most social-status outcomes, family size had little
or no effect. This was true both for high status families with wealth to bequeath,
and for low status families with no wealth. It was true for male occupational status
and higher educational status. It was also true for both genders for literacy, adult
longevity, and for the chance of being in education at ages 11–18 (see Clark 2026,
chapter 8). If wealth is the driver of other outcomes such as occupational status,
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occupational status would decline with family size for the sons in these families. In
these same families, however, sons’ occupational status was completely unaffected
by family size. Thus, the non-genetic inheritance of wealth cannot be the pathway
to the inheritance of the types of social status discussed in To Have and Have Not.

It is shown in To Have and Have Not that wealth is inherited asymmetrically
between the patriline and matriline, with the patriline three times as important in
terms of the strength of inheritance. Again, if wealth was the driver of social status,
we would expect inheritance of status along the patriline to be stronger than along
the matriline.

Instead, what we find in England is a complete symmetry of the patriline and
matriline for social-status outcomes other than wealth. Paternal grandfathers have
the same predictive ability for grandchild outcomes as do maternal grandfathers.
Again, there is a clear distinction between the pattern of inheritance of wealth
(non-genetic), and the pattern for other social-status outcomes. For these other
outcomes the pattern is consistent with genetic transmission.

The random shocks to family size formarriages before 1880were very weakly
correlated across generations. There was very minor correlation across one gener-
ation (less than 0.1), and no correlation across two generations. Thus, they acted
largely as random one-time shocks to wealth. These shocks affected child wealth,
as we noted. But with the FOE lineage data, we can also trace out the effect of
these wealth shocks in the third, fourth and fifth generations.

Specifically, we estimate the log of child wealth at death on the log of father’s
wealth in the first generation, as well as the log of completed sibship size in the
second generation. Figure 10 shows the results of that estimation for initial sibship
size, for all fathers marrying before 1880, and with wealth at death above average.

As can be seen, the random wealth shocks from family size in the first gen-
eration have an estimated effect of zero by the time of great-grandchildren. The
great-grandchildren of a man of given wealth who had one adult child have the
same predicted wealth as the descendants of an equivalently wealthy man who had
12 adult children.

The transience of wealth shocks suggests that, while wealth persists strongly
across generations in English society from 1700–2026, it is not mainly wealth itself
that explains that long run persistence. Instead, it is the personal characteristics
associated with wealth. Random shocks to wealth uncorrelated with those personal
characteristics themselves do not persist.

Thus, there is a clear indication in the FOE database that wealth itself is not
an important non-genetic driver of the other elements of social status. Instead,
wealth adapts within 2–3 generations to correlate with the overall social status of
families. That underlying social status shows patterns of persistence that are con-
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Figure 10: Effect of Initial Sibship Size on Wealth, 2–5 Generations, All Children

Notes: The figure shows the coefficient of ln(adult sibship size) in the second generation
on ln(wealth) in the second to fifth generations, for families where father wealth in the
first generation was above average, and the father first married before 1880. The dotted
lines show the 95 percent confidence intervals.
Source: Clark and Cummins (2027), Figure 6.

sistent with additive genetic transmission.
Benning (2026, 537) objects to this demonstration of the transience of pure

wealth shocks that the shocks are small: “the resulting shock plausibly accounts for
perhaps a few percentage points of the variance in wealth at death.” The wealth
shock going from a sibship of 1 to the average sibship in this period is a reduction
of wealth by a half. Such shocks may not explain much of the overall variance of
wealth, but they are big enough to measure their propagation across generations,
as in Figure 10. And they are big enough for us to see that, while wealth and other
social-status outcomes correlate strongly, pure wealth shocks do not affect these
outcomes, and they persist for less than 3 generations.

More on Confounding
John Benning notes:

[P]arents transmit genes, they also transmit wealth, property, social connections,
educational expectations, language, and a surname and social network that open
or close doors. Because we can often expect relatives to share such non-genetic
inheritance in rough proportion to how closely related they are, genes and non-
genetic factors are transmitted in tandem along the same pedigree. (Benning
2026, 535)
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As we saw above there will, in fact, be many instances where the supposedly
indissoluble link between genetic and cultural inheritance is broken. These effects
are indeed separable. We saw it with adoptions that break the genetic link between
parents and child, and we saw it with family size that breaks the wealth link between
parents and child.

But also, as discussed in the book manuscript in chapters 7–9 and 12, there
are other family circumstances that change the social connections of relatives to
children: the gender of the parent, the early death of parents and of grandparents,
and the numbers of siblings. Then we also have, as discussed in chapter 15, the
extension of free public education. How does that educational provision influence
the link in outcomes between child and parent for the poorest families? In the
UK the expenditure per year per public school student, all provided by the state, is
$10,000. Yet we see, even after this significant state intervention between parents
and child, that the underlying correlation of parent to child in outcomes in the year
2000 is the same as in 1800. To paraphrase Benning (2026, 535; emphasis added),
“genetic similarity cannot be separated from environmental similarity.”

One notable general feature that we also see in the data for England is that
for any outcome there is significant variation across siblings. The eight sons of
Charles Farrington Cumberlege, clerk in the Bank of England, for example, had
the occupational outcomes listed in Table 2. Only three of the eight attended
university. Though they all achieved relatively high occupational status, two sons
were lowly commercial clerks.

TABLE 2: Occupational Status and Education of Sons of Charles Farrington Cumberlege

Birth Name Occupation Occupation Rank

1875 Henry Charles Faithfull Major Army 87
1877 Rutland Farrington Headmaster* 71
1880 Ferdinand Richmond Clerk in Steel Works 53
1881 Royston Cecil Banker 81
1883 Gilbert Iliffe Medical Doctor* 79
1886 Leslie Francis Cable Clerk 53
1889 Duncan Spencer Tea Planter 79
1891 Barry Stephenson Insurance Agent* 70
Notes: *attended university. Occupation ranked on a scale 0–100.
Source: Families of England Database.

This variance in child educational and occupational outcomes is hard to ex-
plain in a world where child outcomes are largely determined by the rearing envi-
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ronment. There is typically little variation in rearing environments within families,
as witnessed, for example, by the absence of birth order effects (see above). But
where additive genetic transmission of abilities dominates, as for total fingerprint
ridge count, then variance of outcomes among children is predicted. Indeed, for
total fingerprint ridge counts, the correlation between siblings is only 0.5 (Holt
1961, Table 1, 249).

I note above the striking regularity we observe in Figure 4, where the cor-
relation of a single parent to child is the same as the correlation of siblings for a
whole range of social-status outcomes. To explain this with genetic transmission
we can appeal to the fact that the genetic correlation of siblings is the same as that
of a parent to a child. Thus, while the sibling correlation of total fingerprint ridge
count is 0.50, for parent-child it is 0.48.

With social causation, where a key determinant of outcomes will be the child-
hood environment, the equivalence of sibling and parent-child correlations is a
puzzle. Children are mostly reared in a common home environment while the
parent-child pairs would experience different home environments. The childhood
environments of parent and child would be correlated, but would still differ sig-
nificantly. They must differ if we are to observe regression to the mean across
generations of social-status outcomes, where social-status outcomes are the prod-
uct of childhood environments. So if what matters to child outcomes is mainly the
family environment they were reared in, the parent-child correlation must be less
than the sibling correlation.

One simple reason parent-child family environments in England were much
less correlated than sibling environments was that family size before 1880 was
largely a random draw, with an intergenerational correlation of only around 0.05.
A parent with 12 siblings would have one or two children, and a parent with no
siblings would produce 12 children.

To put this formally, suppose that the observed social status of child 𝑗 in
family 𝑖, 𝑦𝑖𝑗, is derived from an underlying family status 𝑥, culturally transmitted,
such that

𝑦𝑖𝑗𝑡 = 𝑥𝑖𝑡 + 𝑢𝑖𝑗𝑡,
where 𝑢 is a random effect.

However, to ensure observed regression to the mean in cultural status across
generations, the underlying family cultural status must also regress to the mean
across generations. This also implies that there is a random component in the
transmitted family status, 𝑒, to ensure that the variance of family cultures across
families remains constant across generations. Thus

𝑥𝑖𝑡 = 𝑏𝑥𝑖𝑡−1 + 𝑒𝑖𝑡.
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In this case, the sibling correlation in observed social status will be

𝜌𝑠𝑖𝑏 =
𝜎2𝑥

𝜎2𝑥 + 𝜎2𝑢
,

but the parent-child correlation will be lower by a factor 𝑏,

𝜌𝑝𝑎𝑟𝑒𝑛𝑡−𝑐ℎ𝑖𝑙𝑑 = 𝑏 𝜎2𝑥
𝜎2𝑥 + 𝜎2𝑢

.

Papers such as Cloninger et al. (1979) can certainly formallymodel something
labelled as cultural transmission. But if we think about what realistic mechanisms
of cultural transmission would look like, it is very hard to explain why with such a
mechanism siblings vary as much as do parents and children.

Conclusion
To Have and Have Not presents evidence that a combination of a social fact,

highly assortative mating in terms of social abilities, and a biological fact, the largely
genetic determination of social abilities, can explain the patterns of persistence of
status across extended family trees in England from 1600–2026. Twin and adop-
tion studies could potentially contradict these claims, and show that they are indeed
“hereditarian fallacies.” But, as discussed, they do not. Rather, where adoption is
random as for most foreign adoptees, they mostly support the idea that for adult
outcomes, such as IQ and education, genetics plays the predominant role.

Wealth, socially inherited, has been cited as a confounding cultural source of
the substantial persistence of status in England 1600–2026. But the lineage data in
To Have and Have Not is rich enough to show that shocks to wealth from variations
in family size before 1880 are transitory, lasting no more than 2–3 generations.
Wealth itself cannot explain the observed persistence of social status.

Negative birth order effects have also been cited as showing the importance
of social causation of outcomes. But To Have and Have Not shows the absence of
such birth order effects in the English data, both for the nineteenth century and for
now. It would be remarkable if such effects do not exist in England, but do exist
in Norway and Denmark, where they have been found. Yet the book also shows
that the standard ways of estimating birth order effects, used in the demonstration
of such effects for these other countries, are unreliable. They will estimate birth
order and parent age effects even for data where such effects, by construction, do
not exist.

In closing, I express again my gratitude to all of the commenters for their
collaboration in the shared endeavor to better understand the world.

VOLUME 23, NUMBER 2, SEPTEMBER 2026 599



CLARK

References
Arden, Rosalind and Robert Plomin. 2026. The Torrents of Data: Floods of

Genealogy, Freshets of Remaining Questions. Econ Journal Watch 23(2): 523–
533. Link

Barclay, K. J. 2015. Birth Order and Educational Attainment: Evidence from Fully
Adopted Sibling Groups. Intelligence 48: 109–122. Link

Benning, John W. 2026. To Know and Know Not: Human Genetics and the
Limits to Inference. Econ Journal Watch 23(2): 534–540. Link

Benning, JohnW., Christopher F. Chabris, Aysu Okbay, Alexander I. Young,
and Daniel J. Benjamin. 2025. Confounding Fuels Misinterpretation in
Human Genetics. Proceedings of the Royal Society B 292(2058): 20251615. Link

Björklund, Anders, Mikael Lindahl, and Erik Plug. 2004. Intergenerational Ef-
fects in Sweden: What Can We Learn from Adoption Data? IZA Discussion
Paper 1194. Institute of Labor Economics (IZA) (Bonn, Germany). Link

Björklund, Anders, Mikael Lindahl, and Erik Plug. 2006. The Origins of Inter-
generational Associations: Lessons from Swedish Adoption Data. Quarterly
Journal of Economics 121(3): 999–1028.

Black, Sandra E., Paul J. Devereux, and Kjell G. Salvanes. 2005. The More the
Merrier? The Effect of Family Size and Birth Order on Children’s Education.
Quarterly Journal of Economics 120(2): 669–700. Link

Boomsma, Dorret I., Jacqueline M. Vink, Toos C. E .M. van Beijsterveldt,
Eco J. C. de Geus, et al. 2002. Netherlands Twin Register: A Focus on
Longitudinal Research. Twin Research 5(5): 401–406. Link

Carl, Noah. 2026. Who’s Afraid of Gregory Clark? Econ Journal Watch 23(2): 541–
544. Link

Clark, Gregory. 2014. The Son Also Rises: Surnames and the History of Social Mobility.
Princeton, NJ: Princeton University Press.

Clark, Gregory. 2023. The Inheritance of Social Status: England, 1600–2022. Pro-
ceedings of the National Academy of Sciences 120(27): e2300926120. Link

Clark, Gregory. 2026. To Have and Have Not: The Determinants of Social Status
in England, 1600–2026. Unpublished manuscript. Link

Clark, Gregory andNeil Cummins. 2027. How LongDoWealth Shocks Persist?
Less Than Three Generations in England, 1700–2026. Review of Income and
Wealth. Forthcoming.

Clark, Gregory, Neil Cummins, andMatthew Curtis. 2019. Twins Support the
Absence of Parity-Dependent Fertility Control in Pretransition Populations.
Demography 57(4): 1571–1595. Link

600 VOLUME 23, NUMBER 2, SEPTEMBER 2026

https://econjwatch.org/articles/the-torrents-of-data
https://doi.org/10.1016/j.intell.2014.10.009
https://econjwatch.org/articles/to-know-and-know-not
https://doi.org/10.1098/rspb.2025.1615
https://doi.org/10.2139/ssrn.565401
https://doi.org/10.1093/qje/120.2.669
https://doi.org/10.1375/136905202320906174
https://econjwatch.org/articles/whos-afraid-of-gregory-clark
https://doi.org/10.1073/pnas.2300926120
https://econjwatch.org/file_download/1420/ClarkManuscriptSept2026.pdf
https://doi.org/10.1007/s13524-020-00898-0


TO HAVE AND HAVE NOT: RESPONSE

Clark, Gregory and Martin Kristensen. 2026. The Myth of Nordic Mobility:
Social Mobility Rates in Modern Denmark and Sweden. Comparative Economic
Studies 68: 6. Link

Cloninger, C. Robert, John Rice, and Theodore Reich. 1979. Multifactorial In-
heritance with Cultural Transmission and Assortative Mating. II. A General
Model of Combined Polygenic and Cultural Inheritance. American Journal of
Human Genetics 31(2): 176–198. Link

Collado,M.Dolores, IgnacioOrtuño-Ortín, and Jan Stuhler. 2022. Estimating
Intergenerational and Assortative Processes in Extended Family Data. Review
of Economic Studies 90(3): 1195–1227. Link

Curtis, Matthew. 2026. The Her in Inheritance: How Marriage Matching Has
Always Mattered, Quebec, 1800–1970. Journal of Economic History 86(1): 38–
66. Link

DeLong, Brad. 2026. Big Trouble in Little Human Genetic Difference-
Worshipper Land. Grasping Reality, June 24. Link

Eftedal, Nikolai H. 2026. For Clark’s Consideration: Genotypic Population Strat-
ification and Non-Additive Genetic Effects. Econ Journal Watch 23(2): 545–
553. Link

Eftedal, NikolaiHaahjem, EspenMoenEilertsen,Hans Fredrik Sunde, and
Haarklau Kleppestøand others Thomas. 2025. Beyond Additive Genetic
Effects: Explaining Family Resemblance in School Performance Across Mil-
lions of Pairs of Norwegian Relatives. Proceedings of the National Academy of
Sciences 122(25): e2419627122. Link

Fisher, Ronald A. 1918. The Correlation between Relatives on the Supposition
of Mendelian Inheritance. Transactions of the Royal Society of Edinburgh 52: 399–
433.

Francis, Joseph. 2026. Survival of the Richest. Econ Journal Watch 23(2): 554–555.
Link

Hatemi, Peter K., Sarah E. Medland, Robert Klemmensen, Sven Oskarsson,
et al. 2014. Genetic Influences on Political Ideologies: Twin Analyses of 19
Measures of Political Ideologies from Five Democracies and Genome-Wide
Findings from Three Populations. Behavior Genetics 44(3): 282–294. Link

Hoekstra, Rosa A., Meike Bartels, and Dorret I. Boomsma. 2007. Longitu-
dinal Genetic Study of Verbal and Nonverbal IQ from Early Childhood to
Young Adulthood. Learning and Individual Differences 17(2): 97–114. Link

Holmlund, Helena, Mikael Lindahl, and Erik Plug. 2011. The Causal Effect
of Parent’s Schooling on Children’s Schooling: A Comparison of Estimation
Methods. Journal of Economic Literature 49(3): 615–651. Link

Holt, Sarah B. 1961. Quantitative Genetics of Fingerprint Patterns. British Medical
Bulletin 17(3): 247–250. Link

VOLUME 23, NUMBER 2, SEPTEMBER 2026 601

https://doi.org/10.1057/s41294-025-00267-z
https://pubmed.ncbi.nlm.nih.gov/453202/
https://doi.org/10.1093/restud/rdac060
https://doi.org/10.1017/S0022050725101010
https://braddelong.substack.com/p/big-trouble-in-little-human-genetic
https://econjwatch.org/articles/genotypic-population-stratification-and-non-additive-genetic-effects
https://doi.org/10.1073/pnas.2419627122
https://econjwatch.org/articles/survival-of-the-richest
https://doi.org/10.1007/s10519-014-9648-8
https://doi.org/10.1016/j.lindif.2007.05.005
https://doi.org/10.1257/jel.49.3.615
https://doi.org/10.1093/oxfordjournals.bmb.a069917


CLARK

Kendler, Kenneth S., Eric Turkheimer, Henrick Ohlsson, Jan Sundquist,
and Kristina Sundquist. 2015. Family Environment and the Malleability
of Cognitive Ability: A Swedish National Home-Reared and Adopted-Away
Cosibling Control Study. Proceedings of the National Academy of Sciences 112(15):
4612–4617. Link

Kristensen, Petter and Tor Bjerkedal. 2007. Explaining the Relation Between
Birth Order and Intelligence. Science 316(5832): 1717. Link

Laland, KevinN., Gillian Brown, Kalyani Twyman, andMarcusW. Feldman.
2025. Impediments to Countering Racist Pseudoscience. Evolutionary Human
Sciences 7: e24. Link

Laland, KevinN. andMarcusW. Feldman. 2024. Genes, Culture, and Scientific
Racism. Proceedings of the National Academy of Sciences 121(48): e2322874121.
Link

Meyer, Michelle N., Paul S. Appelbaum, Daniel J. Benjamin, Shawneequa L.
Callier, et al. 2023. Wrestling with Social and Behavioral Genomics: Risks,
Potential Benefits, and Ethical Responsibility.Hastings Center Report 53(2): S2–
S49. Link

Murray, Charles. 2026. On Clark’s Book on the Determinants of Social Status in
England, 1600–2026. Econ Journal Watch 23(2): 556–561. Link

Odenstad, Anna, Anders Hjern, Frank Lindblad, Rasmussen, et al. 2008.
Does Age at Adoption and Geographic Origin Matter? A National Cohort
Study of Cognitive Test Performance in Adult Inter-Country Adoptees. Psy-
chological Medicine 38(12): 1803–1814. Link

Plomin, Robert and Denise Daniels. 2011. Why Are Children in the Same Fam-
ily So Different from One Another? International Journal of Epidemiology 40(3):
563–582. Link

Plomin, Robert and Kaito Kawakami. 2026. Nurture and Nonshared Environ-
ment in Cognitive Development. Psychological Review 133(1): 187–196. Link

Sacerdote, Bruce. 2007. How Large Are the Effects from Changes in Family En-
vironment? A Study of Korean American Adoptees. Quarterly Journal of Eco-
nomics 122(1): 119–157. Link

Scheeren, Lotte, Marjolijn Das, and Aart C. Liefbroer. 2017. Intergenerational
Transmission of Educational Attainment in Adoptive Families in the Nether-
lands. Research in Social Stratification and Mobility 48: 10–19. Link

Silventoinen, Karri, Sampo Sammalisto,Markus Perola, Dorret I. Boomsma,
et al. 2003. Heritability of Adult Body Height: A Comparative Study of Twin
Cohorts in Eight Countries. Twin Research 6(5): 399–408. Link

Stuhler, Jan. 2026. Overreaching on Genes. Econ Journal Watch 23(2): 562–572.
Link

602 VOLUME 23, NUMBER 2, SEPTEMBER 2026

https://doi.org/10.1073/pnas.1417106112
https://doi.org/10.1126/science.1141493
https://doi.org/10.1017/ehs.2025.10012
https://doi.org/10.1073/pnas.2322874121
https://doi.org/10.1002/hast.1477
https://econjwatch.org/articles/murray-on-clarks-book-on-the-determinants-of-social-status-in-england
https://doi.org/10.1017/S0033291708002766
https://doi.org/10.1093/ije/dyq148
https://doi.org/10.1037/rev0000551
https://doi.org/10.1162/qjec.122.1.119
https://doi.org/10.1016/j.rssm.2016.12.002
https://doi.org/10.1375/twin.6.5.399
https://econjwatch.org/articles/overreaching-on-genes


TO HAVE AND HAVE NOT: RESPONSE

Willoughby, Emily A., Matt McGue, William G. Iacono, and James J. Lee.
2021. Genetic and Environmental Contributions to IQ in Adoptive and Bi-
ological Families with 30-Year-Old Offspring. Intelligence 88: 101579. Link

About the Author

Gregory Clark is Danish National Research Foundation Pro-
fessor in the Department of Economics and a member of the
Danish Institute for Advanced Study, University of Southern
Denmark. He is also a visiting professor at theDepartment of
Economic History, LSE, and Distinguished Professor Emer-
itus, University of California, Davis. His two earlier books
were A Farewell to Alms: A Brief Economic History of the World
(Princeton University Press, 2007) and The Son Also Rises: Sur-

names and the History of Social Mobility (Princeton University Press, 2014). His email
address is gclark@ucdavis.edu.

Go to Gregory Clark Symposium
Go to archive of Watchpad section

Go to September 2026 issue

VOLUME 23, NUMBER 2, SEPTEMBER 2026 603

https://doi.org/10.1016/j.intell.2021.101579
https://econjwatch.org/ancillary/book-manuscript-symposium-gregory-clark-on-genetics-and-social-mobility.html
https://econjwatch.org/section-archive/?c=watchpad
https://econjwatch.org/issues/volume-23-issue-2-september-2026

